Spectral baseline correction using CLEAN.
Baseline distortion in NMR spectroscopy, caused by the "dead time" between signal excitation and detection, makes quantitative interpretation difficult and is aesthetically displeasing. Here the use of the CLEAN algorithm for deconvolving the effect of signal dead time to produce a distortionless baseline is discussed. Unlike other nonlinear spectral estimation techniques, CLEAN is easy to program, easy to use, quite robust, and fast.